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software engineer (code monkey)

EXPERIENCE

23andMe mountain view, calif.
software engineer may 2011-present
tools: django, python, sql, perforce
Work on new-feature development on the customer-facing site for this Google Ventures personal genomics company

National Science Foundation Grant/Chapman University orange, calif.
bioinformatics software engineer sept. 2008-may 2010
tools: biopython, ncbi blast, ncbi entrez, t-coffee, phylip, biomart, ensembl, apache, sqlite, django
Sole developer of ortholog.us, a bioinformatics web application with API for identifying genes in arbitrary species related through speciation, 
useful for constructing species-level phylogenetic trees and performing functional genome annotation

Trader Analytics Corp. hong kong
software engineer feb.-march 2011
tools: ruby on rails, git, javascript, ajax 
Developed and optimized core technology for a venture-funded financial analytics startup

Start Creative hong kong
software engineer dec. 2010-feb. 2011
tools: c++, opengl, python, django, mysql, javascript
Developed custom augmented reality toolkit including the implementation of custom 3D Studio Max bindings using OpenGL 
Developed fortune.clubtuzki.com, a web application using natural-language processing and relevancy matching techniques

Chapman University orange, calif.
machine learning researcher sept. 2009-may 2010
tools: markov models, java, eclipse plug-in development environment (pde)
Implemented and trained Markov models on 12,000 open-source projects; models were used in an Eclipse plug-in to validate novice 
programmers’ Java entity names; work published at ACM SIGCSE 2010

GRANTS, RESEARCH AND PUBLICATION

National Center for Biotechnology Information bethesda, md.
orise scientific visitor grant recipient aug. 2009
tools: ncbi cn3d, ncbi treeview, ncbi blast, biopython
Trained by the NCBI Conserved Domain Database and Resource Group to perform structure-guided multiple-sequence alignments by 
inspection and to identify conserved domains

acm SIGCSE Conference
Presented paper at 2010 Association for Computer Machinery Special Interest Group on Computer Science Education conference:
M. Strand, L. Hughes, R. Duncan, J. Smith., E. Linstead. An Eclipse Plug-in for Enforcing Java Naming Conventions.  

Mathematical Association of America Conference posters
•	 Applications of Signal Processing Using Fourier Series Analysis
•	 Steganography via the Countability of the Rationals and Triangle Numbers

Applied mathematics research
•	 Statistical methods for high-dimension numerical integration using Markov Chain Monte Carlo: matstrand.com/static/mcmc.pdf

•	 SAGE Plug-ins: numerical interpolators, Fourier series decomposition and ordinary differential equation solvers

EDUCATION

Chapman University orange, calif.
B.S. mathematics, computer science, 2006-2010, magna cum laude
GPA: 3.88 (cumulative), 3.95 (computer science), 3.95 (mathematics) 

TECHNICAL SKILLS

operating systems: *nix, Mac OS X, Windows XP/Vista/7/Server 2008
programming languages: Java, Python, Perl, C++, C, C#, SQL, R, Ruby, PHP, LaTeX, JavaScript, XHTML/CSS
technical tools, frameworks, systems and libraries: POSIX Threads, GDB, MySQL, PostgreSQL, Django, Rails, J2EE, PIL, Apache, 
lighttpd, BioPython, CUDA, .NET Framework
computational mathematics systems and libraries: Matlab, Mathematica, Minitab, Sage, SPSS, NumPy, SciPy, GNU Scientific Library


